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ABSTRACT
The aim of this research was to isolate thermostable amylase-producing bacteria from soil.
Soil samples were collected from Pranakpok, Faculty of Liberal Arts and Science building and
entrance to Roi Et Rajabhat University. One gram of each soil samples was added into Nutrient
broth (NB) medium containing 1% starch and incubated at 37°C for 24 hours before continued
culturing at 60°C for 48 hours. The amylase activity was screened on nutrient agar containing
1% starch using iodine solution. Three isolates were survived and presented the clearing zone
of amylase activities were selected and named ANO1 ANO2 and ANO3. Amylase activities of 3
isolated were determined at 50 60 70 80 90 and 100°C using starch solution (pH 7.0) as
substrate. The result found that ANO2 exhibited the highest amylase activities at 60°C (0.183
U/mU). Result of bacterial identification using partial 16S rRNA indicated that ANO2 was Bacillus
aryabhattai at 99.5% identity using EzBioCloud data base.
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2006; Tester, et al., 2006) axluaa wululuszuunisgesomns (digestive system) VDAY BILAL
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prluaaiunumdAgunlugnangsuseg Wy gRaIvnIsuNIsHanLeanaged
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LwﬂﬁSaﬁwamaﬂuLaa"l,é’ahuim,jlﬂmwﬂﬁL%'aﬂfjum%é’a W1 Bacillus licheniformis, B,
stearothermophilus, B. amyloliquefaciens, B. subtilis, B. coagulans, B. polymyxa, B.
mesentericus, B. vulgaris, B. megaterium, B. cereus, B. halodurans, Bacillus dipsosauri
way Bacillus sp. Ferdowsicous wagdmunuaiiBonguduiiausondneynadlddnig Loy

Rhodothermus marinus, Corynebacterium gigantea, Caldimonas taiwanensis, Lactobacillus
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manihotivorans Chromohalobacter sp, Lactobacillus fermentum, Geobacillus
thermoleovorans wag Pseudomonas stutzeri \Jusu (Mojsov, 2012; Hassain et al., 2013;
Gopinath et al,, 2017; Gupta et al.,, 2003; Sundarram Wag Krishna, 2014; de Souza Way
Magalhaes, 2010 wag Kathiresan wag Manivannan, 2006)
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’meqﬂizanﬁlﬁaﬁ%ﬁwmsﬁmLﬁaﬂLLUﬂﬁSawamaﬂuLaawu%'auﬁLﬁ@l‘ﬁlﬂwﬁayﬂué’mmmumm/im&J
mammﬁﬁﬂﬁmamaﬂuLaaLLazmmsamaammﬁé’aLﬁaﬁﬁuuﬂu@dqmmﬂﬁﬂﬁ

/AduNITIVY
F9E1IL VA IAY
WNuMeEgumrasiuan ushaumszuiausnidlesing enasauzAaumansuazinendmans
war U ivedesasigfoadn
nMsdausneuuaiidy
Yhiegeiu 1 nda iraufuemsiasade NB Adwnisienideuds Usuns 50 Jaaans
Tuyanguyuy Mntuhluinsuseeienvehasiinrngaseu 120 rpm qmugﬁﬁ 37 89fN
waibea Wuna 24 Halas mndughelutusefigungd 60 ssmuwaidea Wuan 48 $2lua wlevh
nstaSaudithufegian 100 lilasans uhnisnsziedoun emsiaende NA wag 013
NA fiUszneudieutls 1 wWeddud Uulii 37 ssmwadea Junan 24 42lug
msfmdenuuafiieiindneyluaa
ilaladvesnuaiiFemasaluems NA muenlde1ms NA wazewng NA finauutl
1 Wesidud ﬁﬁﬂuﬁqmmﬁ 37 aernwaidod wu 24 Falus e ivane s NA finauuds
1 Woddud umansavansleleduseu 4 laladvewuafide dunanisiinidla Tnsuuafideiingn
avluaavglvinaduuinasnuindinisiandaseu 4 Taladl waswueiiSeilvnavanluinisdinw
N3ARALNTY LazTufinua
nvadeufansINveez L
YhuuadiZefinanezluadls sdsdusmsidsaie NB Afldnussnovvemds 1 wWeddusd
U311A5 50 Uadans ﬂuﬁm%m&hﬁqmmﬁ 60 perTALYE 1wE1AUEa 120 rpm Wuan 48
s udthuntuisawenazneuassisnuEIseU 10,000 rom tWunan 15 it thawlaluvia
mMsveasuAansuvesetluaaignmgil 50 60 70 80 90 waz 100 ssmiwaldea laeldutls (pH 7.0)
Huansiasiu mniuihmeonuauastiduwdludufisnsauaugamad 50 60 70 80 90 waw 100
ssrwadea Junan 5 uil Weasunaniidmusiiu DNS Usinms 1 fadass thluduluduionun
5 undt ldSuuduiimihnduadilunaeannaes vaenay 5 Tadans nawasTelAIes vortex 1l
Fnrnsgandunasiianiugnnadu 540 wluiuns diensratausinahmedifndunnufisees



Y] =Y -4 =
ANBY : MsaTINgIAanswazalulag (anm.)

U9 4 adud 1 uns1ay - figuiey 2560
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QNN 50 60 70 80 90 100
(23ATALTYE)
ANO1 0.110 | 0.075 | 0.000 | 0.000 | 0.000 | 0.000
ANO2 0.133 | 0.183 | 0.093 | 0.068 | 0.040 | 0.083
ANO3 0.118 | 0.118 | 0.048 | 0.000 | 0.000 | 0.000
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